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Gene sequence

Pubmed
http.//www.ncbinlm.nih.gov

Omp25 PBrucella

Publfed

gene 1..6492

Sgene="omp25"
Chs 1..6492
Sgene="omp25"
fcodon_start=1
Sproduct="outer membrane protein 25"
fprotein id="CAQEE393.1"
fdb xref="GL:20659&6726"
fdb_xref="GORA:B5U&YO"
fdb_xref="lnterPrD:IPRDllEED"
fdb _xref="UniProtEEB/TrEMBL:ELUEY0™
ftranslation="MRTLESLVIVSAALLPFSATAFAADATQEQPEVELAEVEVLAPOYS
WA EEY ITGLY LY GWNE AR T STVGES IKPDDWEAGAFAGHNFQODOIVY GVEGDAGY SWL
K SKEDGLEVEQGFEGSLEARVGY DLNEVHEY LTAGTAGSQIKLNNGLDDESEFEVGWT
AGAGLEAKLTDNILGRVEYRYTQYGHNENYDLAGTNVRNELDTQDIRVGIGYEFE™
CRIGIN
1 atgocgocactc ttaagbctct cgtaatcgtc toggotgoge tgotgoocgtt ctoctgogaco
61l gottttgotg cocgacgocat ccaggaacag cctcocggttc cggotcocggt tgaagtagot

121 cccoccagtata gotggogococtgg tggotataco ggbctttace toggoctacgg ctggaacaadg

181 gccocaagacca gocaccgtbtgg cagcocatcaag ccoctgacgatt ggaaggoctgg cgottttgoct

241 ggctggaact tccagcagga ccagatcgta tatggtgttg aaggtgatgoc aggttattoco

301 tgggcoccaaga agtccaagga cggoctggaa gtcaagocagg goctttgaagg ctogotgogt

36l goceoogogtbog gotacgacct gaaccoggbt atgoocgtace tcacggotgg tattgoocggt

421 tcgcagatca agcttaacaa cggottggac gacgaaagca agtbttcocgogt gggttggacg

481 gcoctggtgocg gtoctocgaage caagcotgacg gacaacatcc toggococgocgt tgagtacogt

541 tacacccagt acggcaacaa gaactacgat ctggococggta cgaatgtcocg caacaagotg

601 gacacgcagg atatccgocgt cggocatcggoc tacaagttct aa

i
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WebPrimer software

w Search Site Map | Search Options | Help | Home | T8 |l

Community Info Submit Data BLAST Primers Patlatch Gene/Seqg Resources Advanced Search Community Wiki

Web Primer: DNA and Purpose Entry

Sequences of primer sets available to the community
DNA Source [info]
Locus: Enter a standard gene name or systematic ORF name (i.e. ACT1, YKR0OS54C)

OR

Enter the DNA Sequence (numbers are OK, but comments should be removed)

Purpose: PCR or Sequencing [info]

@ PCR [info] or
7' SEQUENCING [info]

| Submit || Reset |
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COpy

Copy and paste sequence

Adb xref="GOL:BSUSYO™
Adb xref="InterPro:IPFR0O11250™

Adb xref="UniProtHEB/TrEMEL:ES5UsY0™

Socranslation="MRILKESLVIVSALLLPFSATAFARADATOEQPPVEAPVEVAPQYS
WA Y IGLY LY GHHNE AN T STWVGEGS IKPDDWE AGARFAGWNEFQODO T VY GWVEGDRGY ST
KFESEDGLEVHEOGFEGSLEARVGYDLMPVHMEPY LTAGTAGSOIKLNNGLDDE SEFREWVGENT

ORIGIHN

atgcgcactc
gotttbogotg
cococcagtata
gocaagacca
ggctggaact
cgggccaaga
gCccococgcocgtog
tcocgcagatca
gotggtgoog
tacacccagt
gacacgcagg

AEACGLEAM L. T DN I LGRVE Y RY TOYGHNEN YD LAGTNVENELDIQDIRVELEYEE ™

ttaagtctcot
cogacgoocat
gctgggctog
gcaccgttag
tcoccagcagga
agtccaagga
gctacgacct
agcttaacaa
gtoctocgaagc
acggcaacaa
atatcocgogt

cgtaatcgtc
cCcaggaacag
tcggcoctataco
cagcatcaag
ccagatcgta
cggcocctggaa
gaaccocggtt
cggcttggac
caagctgacg
gaactacgat
cggcatccggc

tcoggctgcgc
cotocoggttoc
ggtcoctcttcaccs
coctogacgatt
tcatggtgttg
gtcaagcagg
atcgcoccocgtacc
gacgaaagca
gacaacatccc
ctcggcocggta
tcacaagttct

tcgcoctgoccgtt
cggctococggt
tcoggcoctacgg
ggaaggcoctgg
aaggtgatgc
gctttgaagg
tccacggctag
agttcocgogt
tcoggcocgogt
cgaatcgtococg

ctoctgocgacdc
tcgaagtagct
coggaacaag

gggtctcgggacg

Caacaagcoctg

Sequences of primer sets available to the community
DNA Source [info]
Locus: Enter a standard gene name or systematic ORF name (i.e. ACT1, YKRO324C)

OR

Enter the DNA Sequence (numbers are OK, but comments should be removed)

481 gocrtggtgccg gtcoctocgaagc caagctgacyg gacaacatcc toggocogocgt -
Lgagtaccgt

541 tacacccagt acggcaacaa gaactacgat ctggoccggta cgaatcgtoccg
caacaagctg

paste

i

Purpose: PCR or Sequencing [info]

@ PCR [info] or
) SEQUENCING [info]

[ Subnﬁt][ Rﬂset]
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Options to chose from!

Location [info]

Select ¥YES to Amplify a region with EXACT endpoints of the DRA sequence entered @ MO
Length of DN in which to search for valid primers: 35

o YES

Melting Temperature [info]

Optimum Tm: 56 rinimum Tm: 52 MMaximum Tm: 60
COptimum primer length: 20 mMMinimum length: 18 Maximum length: 21

Primer Composition [info]
O ptimum percent GO content: 45 Pinimum SO 30 Maximum SC: &0
Primer Annealing [info]

Selt Anneal: 24 Self End Aanneal: 12 FPair Aanneal: 24 FPair End Anneal: 12

[ Submit ][ Reset ]

Prirmers for PCR

T here wers &6 fTormwvward primers im thhe valid range Tor GO comntemnt.

T herns wern s 23 mneveaerss primers in the valid rangses for GO conmtent.

T herse werse A3 forvward primers im the walid rangse for meaeslting temperature .
T herns wern s 22 reversse primeaers im the valid rangses for melting tempaerature.
T hers wers A3 forvward primers with walid seIt anneal values .

T herns wern s 22 reversse primeaers with walid selt anmnnaeal valuses.

T here werns 33 formward primers with wvalid selt end anmneal values.

T herns wern s 22 reversse primeaers with walid seIt end anmnmeal vwalues.

Sorme primers wenrs nolt evaluated

There were 250 pairs of valid primers.

This is the BEST pair of primers

List of all vwvalid pairs of primers
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Best choice of primer pair

Primer Pair Data

Primers for 1 (Entered)

These primers are for PCR

|Fumrard—Primer LATGGGGAGTGTTMGTGTGT |Revet‘se—]"rimer |TTAG&HCTTGTAGCCG&TGGC

Pair-End-Anneal: 8
Total valid primer pairs: 250

These primers will amplify a fragment of 642 basepairs
The sequence of DNA that will be amplified by these primers is

Length: 120 Length: 21
Percent GC: |45 Percent GC: (47
ITm: l48 | Tm: |53
Self-Anneal: |20 |Self-Aaneal: |10
End-Amneak |6 End-Anneat |4
|Dﬂ'5&t: | 1 |Dﬂ‘5&t: |I542
Pair-Anneal: 16

1 ATGCGCACTC TTAAGTCTCT CGTAATCGETC TCGGECTGCGC
51 CTCTGCGACC GCTTTITGCTG CCGACGUCAT CCAGGEARCASG

TGCTGCCGETT
CCTCCGETTC
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Primer for gene expression

Hand design

«Coding region ATG--———————- Stop codon
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Primer for gene expression

Frame
OLD MEN ARE FUN

LDM ENA REF UN
DME NAR EFU N
MEN ARE FUN
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1l ATECECACTCITAAGTICICTCGTIARTCGTICTCGECTGOGCTRCTIGCCGITCICTZOGACT
Omp 2 5 61l GCITTIGCTECCGACECCATCCAGGRRCAGCCTCCGETTCCGECTCOGETITEARGTARCT

121 CCCCAGTATAGCT G T GET G CTATACCGEICTTTACCT O CTACGECTGRAACARG
131 GOCALGACCAGCACCEITGECAGCATCARGCCTRACGATTGEARGECTGECGCTITTECT
241 GECTGGAACT TCCARCAGRACCAGATCRTATATGETGTTRARGETRATGCAGRTTATTCC
301 TEEECCARGRLGTCCALGEACEERCCTERALGTCARGCAGEECTITGARGECTOGCTEOGT
361 GOCCGCRTCGECTACGACCTRARCCCRET TATROCGTACCTCACRRCTGETATTGECERT
421 TCOGCRGATCARRGCTTARCRRCGECTTERACGACGRRLGCARGTTCCOGIGTGEETTGEACT
431 GCIGEIECCEEICTCRALGCCARGCTRACGEACARCATCCTCGECCGCGTITEAGTACCET
541 TARCARCCCAGTACGECARCRRGRRCTACGRATCTGEOCGETACGRATGTCCGCARCRRGCTR
601 GRCACGCAGEATATCCGCGTCGECATCGECTACARGTTCTAR

Translate DMA Clear DMNA Get Demo DMA

m

Input DMA s 642 bp in length
Graphic Cutput Text Cutput

Forward frame 1 + One letter codes * Amino acids and DMA = 60 charslline

. Forward Frame 1:
«Correct protein

*ORF — no stop
codon

l1 M EBETTLEK 3L WV I ¥V 3 22 227LTLEPFTF S5 2T

1l ATECECACTCITAAGTCICTCGTAATCGTICTCGECTGUGCTRCTIGCCEITCICTZOGACT

21 A F A2 2D aIQ EQPFPF PV PFAFPFVETWV A

61l GCITTIGCTECCGACECCATCCAGEAACAGICTCCGEITCCEECTCCEET TGARGTAGT

41 P QY 353 WL GG YTOG®TILYTLOG Y G WHNEK

121 COCCAGTATAGCTGEECIGET G TATACCGETCTTTACCTOGECTACGECTGRALCARG

6l A K T 3 T W 3 I K P DD WEK A

-
L=
131 GOCALGACCAGCACCEITGRCAGCATCAAGCCTRACGATTRRRAAGECTGECGCTT

m
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Omp 25

*Wrong protein
*Non ORF —stop
codon

Wrong frame

1 ATECECACTCTTANGTCTCTOGTARTCGTCTCGECTGOGCTIGCTIGCCGTIICICTGOGACT

6l GCITTTGCTGOCOGACECCATOCAGERRCRECCTCOGETTICCGECICCOGGTTRALGTAGET
121 CCOCCAGTATAGCTGEECTEETGECTATACCEEICTTTACCTCGECTACGECTGRAACRARG
181 GOCARGACCAGCACCETTGECAGCATCARGCCTGACGATTGRANGECTGEOGCTTTTEET
241 GECTGEEAACTTCCAGCAGEACCAGATCGTATATGETGTTGALGETGATGCAGETTATTCC
301 TEEECCAMGARAGTCCAAGGACGECCTGEARGTCANGCAGEECTTTGAAGECTOGCTECGT
361 GOOCECETORECTACGRCCTGARCCCEETTATGOCGTACCTCACGECTEETATTEOCEET
421 TCORCAGATCRAAGCTTARCARCGECTTGEACGACGRARAGCARGTTCOGOGTGEETTERACS
481 GCIGETECCGETCTCGAAGCCARGCTGRACGRACANCATOCTOGECCGCGTTRAGTACCET
541 TARCACCCAGTACGECARCARGRRCTACGATCIGECCGEIACGARTGTOOGCARCRAGCT
601 GRCACGCAGGATATCCOGOGTICGECATCGGCTACARGTTCTAN

Translate DMNA Clear DA Get Demo DMNA

3

m

Input DMA is 642 bp in length

Graphic Cutput

Text Cutput

Forward frame 2

 [ne letter codes

* Amino acids and DMNA

= 90 charsfline

Forward Frame 2:

1 c & L L 5 L 5 - 5 58 R L B C CUE S5 L E PF L L L F T

2 TIECGECACTCTTANGTCTCT ORI A TCRTCTCGECTGUECIGCTIGCCGITCICTI GORACCGCTTTTGCT RO EAC
31 L R F R L. B L K - L F 5 I &2 &G L ¥ & I P ¥V F T 5 A&
92 CICCGEITCCGECTICCGEETTRAnGTAGCTCCCCAGTATAGCTGEEC I GG TG TATACCGETCTTTACCTOGECT
b F R FP 2 P L 2 &2 5 5 L T I & B L &8 L L L & & T 5 35
122 CCAAGAC AR T AGCATCARA GO T GACGAT TGN G TREOGCTTTTECT GECT GEARCT TCCAG
91 M VvV L KV ¥ g ¥V I P & P R 5 P R T 2 W EHKE S S5 E & L
272 ATGETGTITERAGETGATGCAGETIATTCCTGEECCARGAR GTCCARGRACGEOCTEEARGTCARGCRAGEECTTIN
121 FP » 5 2T T - T RUL CUERT S5 ERIL YV L P ¥V E E 5 5 L
362 COCECGETCOEECTACEACCT AR CCOGEI TATGCCGTACCT CACGECTGETAT TGCCGET TOGCAGATCARGCTTI
151 I ¥ » 5 5 &2 W ¥V & R L. VP WV 35 K PF 5 - R T T 5 5 A

AT

T T T T A T T T T e e T e T T T e T T R T T T T T T T T T T T T T T e T e e e

|3

m
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Designing primers by hand

ATGCGCACTCTTAAGTCTCTCGTAATCGTCTCGGCTGCGCTGCTGCCGTCCAGCACCGTTACAAGTTCTAA
TACGCGTGAGAATTCAGAGAGCATTAGCAGAGCCGACGUCGACLGACGGCAGGTOGTGGCAATGT TCAAGATT

1 ATECOECACTCTITAAGTCICICGTIAMDTCOSTICTCOGECTIECECTIECTEOCETICTICTEOEACT -
61 FCITTITGCTIGCOEACFOCATCOCAGGARRCAGCCTOOEETTCOOGECTCOOGETTIGRARAGTAGCT
121 EEEE&GIAIRECIEEGEIaa GECTATACCGETCTTTACCTOGECTACGECTEEARCRAG
181 GEOCARGRCC ACEEIIEEE FCATCARFOCTEACEATTGEARGECTEFOGCTITIEE
241 EEC aaﬁA“II SEACCRE EGIAIAI““IGIIGAAGGIGAIGEAGGIIAIIEE —-
301 IEEEEHAAaAHaI__ARaaAEEGEE GRAGTCAMGCAGFECTTTGRAAGFCTOGCTECE i
361 GOOOEFOGTOEECTACE __IaAAEEEGEIIAIGCEEIAECI”ACEECIEGIAIIEEEEE
421 TOFCAGATCRAGCTTARCARCSGECTTEEAOERDE GCARGTTCOOROETEEETTEGEACE
481 GCIGETIGECCEEICTICGARGOCARGCTEAOGEACARCATOCTOREOCOGOETTGAGTACCS B
541 TACACCCAGTACGECARCA A TRACGATCTGEOOGETACGRAATETCCOGCARCRALGTTS
801 GACACFCAGEATATCOOGCOETCEFCATOGEGCTACARGTTCTAR v

Translate DA Clear DA Get Demo DA |
Input DMA Is 642 bp in lenath
Graphic COutput Text Cutput |

Forward frame 1 - One letter codes = Amino acids and DMNA - 60 charsfline -
Forward Frame 1: -
1 M R T L K I L W I VO3 L A L L 15 F 5 iy T
1 AT TCTTAR G TCTC TG TRARTCGTCTCOGECTGCECTECIGCCETICTCTEOGROCC

=2 X F A A~ D A I © E Q P P W P A P W E W A =
68l FOITTITIGCIGCCEACECCATCCAGERARCAGCCTCCOGETTICOGECTCCGETIGARGTAGCT 1
41 2 ¥ 5 W & & & ¥ T & L ¥ L & ¥ & W N K
121 COCCAGTATRAGCTGEECTIGETEECTATACCGETICTTTACCTOGECTACGECTEEAMCA DG

a1 A H T 5 T W &
C

I K PP D D W K A & A F A
181 GGOCAARGRCCAGCACCOGETTIE = T

5
CAGCATCARGOCTEAOEATTGEAREECTE
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Designing forward primers by hand

ATGCGCACTCTTAAGTCTCTCGTAATCGTCTCGGCTGCGCTGCTGCCGTCCAGCACCGTTACAAGTTCTAA
TACGCGTGAGAATTCAGAGAGCATTAGCAGAGCCGACGUCGACLGACGGCAGGTOGTGGCAATGT TCAAGATT

FORWARD PRIMER ATGCGCACTCTTAAGTCTCTC

Memorize Forward primer : first 17- 21
nucleotides on the upper strand

ATGCGCACTCTTAAGTCTCTCGTAATCGTCTCGGLCTGCGCTGCTGCCGTCCAGCACCGTTACAAGTICTAA

F orward pramer
_—
ATGUOGCACTCTTAAGTCTCIC

TACGCGTGAGAATTCAGAGAGCATTAGCAGAGCCGACGCGACLGACGGCAGGTCGTGGCAATGT TCAAGATT
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Designing Reverse primers by hand

ATGCGCACTCTTAAGTCTCTCGTAATCGTCTCGGCTGCGCTGCTGCCGTCCAGCACCGTTACAAGTTCTAA
TACGCGTGAGAATTCAGAGAGCATTAGCAGAGCCGACGUCGACLGACGGCAGGTOGTGGCAATGT TCAAGATT

REVERSE PRIMER TTAGAACTTGTAACGGTGCTG

Memorize Reverse primer : last17- 21 nucleotides
on the lower strand (right to left)

ATGCGCACTCTTAAGTCTCTCGTAATCGTCTCGGCTGCGCTGCTGCCGTCCAGCACCGTTACAAGTTICTAA
< GTCGTGGCAATGTTCAAGATT
Reverse primer

Forward primer

ATGCGCACTCTTAAGTCTCTG E
TACGCGTGAGAATTCAGAGAGCATTAGCAGAGCCGACGCGALGACGGCAGGTCGTGGCAATGT TCAAGAT
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Needs practice

raCTice
pt\o%glg
PrirfoCT!

Z==3)
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Questions!!!

L= 1w
Gy 38

-

o e B e
-'.-L"'\_' -
=

“I've got it, too, Omar ... a strange i'ee'liing
like we've just been going in circles.



