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PCR Analysis Software Real-Time PCR Instruments

translation folding

protein
amino acid chain



Genotyping
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Single
nucleotide
polymorphism
(SNP)
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Bacterial &
Fungal
identification

16s rRNA
and its use

Dispersion & Dilution DNA extraction

|

Non-selective & 16S rRNA gene amplification with
Selective agars universal primers

|

Incubate under appropriate Cloning & partial
atmospheric conditions sequencing
for various times J

l Search for homology

Colony count in database

B I Construction of specific
Identification scheme probes for subsequent
analysis

Enterobacter aerogenes
Providencia stuartii
Proteus mirabilis

Pseudomonas aeruginosa
Pseudomonadales

y Escherichia coli
20! Citrobacter koseri 1
** | Klebsiella pneumoniae
- P J Enterobacteriales

Acinetobacter baumannii
99 Streptococcus agalactiae
. } Lactobacillaes
Enterococcus faecalis
Staphylococcus aureus

Staphyl lugdi i
aphylococcus lugdunensis Bacillaes

_| Staphylococcus hasmolyticus

Staphylococcus epidermidis

Corynebacterium aurimucosum
(Actinomycetales)



Fungal
identification

ITS primers

Characterization of Potential Plant Biomass
Degrading Bacteria and Fungi

Next Generation Sequen

Illumina, 454 Roche, ABiSolid, lonTorrent

Whole DNA and RNA samples are sequenced

Thus obtained DNA is sequenced using Sanger Obtained sequences are analyzed using advanced
- bioinformatics methods

Obtained sequences are analyzed using BLAST for Complete coding sequences, differentially expressing
characterizing the bacterial (or) fungal strain penes, and sequence variations (SNP, MNP) etc.,
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Gene cloning
& expression
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l1a.F plasmid
ligates
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Electroporated into cells
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1h. Colonies turn blue:
LacZ Gene unbroken

Electroporated into cells

2a.Gene of interest

\Iiga tes with itself

Electroporated into cells
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2b. Cells die:
no antibiotic resistance




Genetic
engineering &
Biotechnology
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Creating
mutation

Random or specific

TGGTAGCC GACGTAGTCATGGTAGCCTGACT



Single
nucleotide
polymorphism

(SNP ) (@ Probe  CACAATAAATACTTACTCTCCCCAG

o A

CACAATAAATT CTTACTCTCCCCAG

e A

CACAATAAA TAC TTACTCTCCCCAG




Studying
evolution
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PCRisjust
a tool







